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- Sample Total Wolbachia Other Number of Species Chaot Shannon
P sequences sequences sequences OTUs richness index
Adult1 284,214 269,206 15,008 27 27 27 3.107
Adult 2 307,498 260,448 47,050 40 39 39 1.734
0.8 Adult 3 291,478 191,749 99,729 43 41 41 2.914
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Figure S2. Sequence data for the 16S rRNA libraries from three adult Aedes aegypfi
that emerged from site 1 in Jacksonville, FL. The upper right of the figure presents
sequencing statistics. Bars to left indicate the proportion of sequencing reads assigned
to a given bacterial order. Only categories >2% are presented.



